BCR-ABL1 breakpoint detection. gDNA from a sample at diagnosis was used for amplification of BCR-ABL1 breakpoint region by long-range multiplex PCR. PCR products were sequenced by NGS in order to find the breakpoint sequence. A scheme of the bioinformatics pipeline used for detection of breakpoint regions from single-end reads is shown; the detailed pipeline is available in the section "Materials and Methods". The consensus sequence was used for the design of patient-specific primers in order to detect BCR-ABL1-positive cells by PCR in the primitive fraction from the same patient under TKI treatment.
